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1. Denaturation and Hybridisation

PCR primer sequence ¥ PCR primer sequence X
H Jl TE e CE

Hybridisation sequence Hybridisation seguence

5 ¥

Target A 5 ¥

2. Ligatian
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1-prenatal & postnatal
2-neurogenetics & mental retardation
3-hereditary cancer
4-tumour characteisation
5-methylation analysis
6-pharmacogenetics
7-various genetic disorders
8-mRNA analysis
9-basic research
ol lo3T ol 3o 05 Sl slow 1951 (sl Wi 31 b (ansidd 9 (bl s )0 MLPA 5l ol
DMD
Spinal Muscular Dystrophy
Alpha Thalassemia
Beta Thalassemia
Mental Retardation
Broad subtelomere screening
Microdeletion syndromes
Prader-Willi/Angelman
CFTR
Hemophilia
Cancer
Breast cancer
Colon cancer, hereditary non-polyposis (HNPCC)
PKU
Deafness
aneuploidy
Others
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